Peptic peptide map for (A) lipid-free MSP1D1, MSP1D1 in nanodiscs and (B) peptides common to both samples. The individual digests both resulted in 92% sequence coverage each while the common peptides resulted in 86% sequence coverage. Peptides identified by the software in 2 of 3 runs were validated manually and only those peptides which could be followed for a full HX time course are shown. The coverage maps were generated with the MSTools software package (1).
Figure S3.
CD spectrum of lipid-free MSP1D1 and MSP1D1 in nanodiscs. Lipid-free MSP1D1 and MSP1D1 in nanodiscs were prepared at 5 µM in 50 mM Tris, 150 mM NaCl, 0.02% NaN 3 , pH 7.0. The spectra shown are an average of 3 samples scanned 3 times each (9 replicates in total). Helical content was determined to be 48% for lipid free MSP1D1 and 77% for MSP1D1 in nanodiscs with K2D2 software (3) .
Movie S1.
Animation (360° rotation about the y-axis) illustrating the regions of lipid-free MSP1D1 [placed on the crystal structure of lipid-free apoA-1 (4), PDB 2A01] which display EX1 kinetics. Coloring is as described in Figure 4 .
Movie S2.
Animation (360° rotation about the y-axis) illustrating the regions of the lipid associated MSP1D1
[placed on the model structure of a nanodisc (5)] which display EX1 kinetics. Coloring is as described in Figure 4 . 
